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Errata and Corrigenda 
The publishers and the authors would like to make the following corrections: 
September 199 1 
Ide, H., Kimura, M., Arai, M. and Funatsu, G., The complete amino acid sequence of ribonuclease from the seeds 
of bitter gourd (Momordica Charuntia) (1991) FEBS Letters 284, 161-164 
Figures 1 and 2 should have been as follows: 
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